Figure 1A 



1 GAGACAAAATTTCGAGGGTGGGATCCACTGAGGAGTACATAGACTG 6 0 

6 1 AGCCAGACACTGGTCCCAACGGGTGGTATCTGGCTCCTG 120 

121 GGGGGTACTGGGGCTTATTCTCAGGTACCTGTGGGTGGGATCAGCGAGGGTACCTGAGCG 180 

181 TCAAGAGCATACCCTAGTGAGCGGGCTCCTCTGGGGGAGACCAGCGCGCTCCGGGCGCCT 240 

241 GCCGGTTTGGGGGTGTCTCCTCCCGGGGCGCTATGGCGGCGCTGGCCAGTAGCCTGATCC 300 

1 MAALASSLIR 10 

301 GGCAGAAGCGGGAGGTCCGCGAGCCCGGGGGCAGCCGGCCGGTGTCGGCGCAGCGGCGCG 360 

11 QKREVREPGGSRPVSA Q R R V 30 

• « • . » • 

361 TGTGTCCCCGCGGCACCAAGTCCCTTTGCCAGAAGC^GCTCCTCATCCTGCTGTCCAAGG 420 

31 CPRGTKSLCQKQLLILLSKV 50 

■ • » • • 

421 TGCGACTGTGCGGGGGGCGGCCCGCGCGGCCGGACCGCGGCCCGGAGCCTCAGCTCAAAG 480 

51 RLCG GRPARPDRGPEPQLKG 70 

481 GCATCGTCACCAAACTGTTCTGC CGCCAGGGTTTCTACCTCCAiSGCGAATCC CGACGGAA 540 

71 IVTKLFCRQGFYLQANPDGS 90 

. m • « • • 

541 GCATCCAGGGCAC CCCAGAGGATACCAGCTC CTTC ACCCACTTCAAC CTGATCCCTGTGG 600 

91 IQGTPEDTS SFTHFNLI PV G 110 

601 GCCTCCGTGTGGTCACCATCCAGAGCGCCAAGCTGGGTCACTACATGGCCATGAATGCTG 660 

111 LRVVTI QSAKLGHYMAMNAE 130 

661 AGGGACTGCTCTACAGTTCGCCGCATTTCACAGCTGAGTGTCGCTTTAAGGAGTGTGTCT 720 

131 GLLYSS PHFTAECRFKECVF 150 

721 TTGAGAATTACTACGTCCTGTACGCCTCTGCTCTCTACCGCC AGCGTCGTTCTGGCCGGG 780 

151 ENYYVLYASALYRQRRSGRA 170 

781 CCTGGTAC CTCGGCCTGGAC AAGGAGGG C CAGGTCATGAAGGGAAAC CGAGTTAAGAAGA 840 

171 WYLGLDKEGQVMKGNRVKKT 190 

841 CCAAGGCAGCTGCCCACTTTCTGCCCAAGCTCCTGGAGGTGGCCATGTACCAGGAGCCTT 900 

191 KAAAHFLPKLLEVAMYQEPS 210 

901 CTCTCC ACAGTGTCCCCGAGGCCTCCCCTTCCAGTCCCCCTGCCCCCTGAAATGTAGTCC 960 

211 LHSVPEASPSSPPAP* 226 

961 CTGGACTGGAGGTTCCCTGCACTCCCAGTGAGCCAGCCACCACCACAACCTGTCTCCCAG 1020 



Figure IB 



1021 TCCTGCTCTCACCCCl^TGCCACACACATGCCCTGAC^ 1080 

1081 CTACCCTGAGGGAGCCTAGGGGCTGACTGTGACTTCCGAGGGTG^ 1140 

1141 CTTTGGGCCTAGGAGGGAGTCAGAGAOSGGGATGTCTGAAGATGG 1200 

1261 CACATGGACAGC CAGGGCATAAACACTTC C C AC C CC GGATCAGACAGTTCC CTGGAG 1317 



Figure 2 
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Figure 3 
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■ Surface Probability Plot - Emlni 



